
The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: ^ 



* Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: patin21heln@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://www.uspto.gov/web/offices/pac/checker 
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rpROR DETEC TED 
ATTN: NEW RULES CASES 

\ Wrapped Nuclcics 
' Wrapped Aminos 

2 _^lnvalidUne Length 

MUaligncd Amino 
Numbering 

4 Non-ASCII 

5 Variable Length 



6 Palentln 2.0 

"bug" 



7 Skipped Sequences 
(OLD RULES) 



c Skipped Sequences 
(NEW RULES) 



9 Useofn'sorXaa's 
(NEW RULES) 

10 Invalid <213> 

Response 

XX Useof<220> 



X2 Patentln2.0 
"bug" 



l3 Misuse of n 



^sm^smm he ^ ers>WHIC h were inserted by pto software 

PLEASE DISRECARD ENGLISH . f your fik 

„,s retrieved m» word processor . 

Ue numbering under each ? . . . - 

^^^^ 
residue having variable lengtn an ^ ^ ^ mnQ acld 

^ ofseo 

Sequence(s) — _ 
<210> sequence id number 

<400> sequence id number 
scientific name (Genus/spec.es). 

U Artificial Sequence d „ so ciated numeric identifiers and responses. 

(S ee "Federal Reg-ster. 06/0W19V . ^ ^ ^ 

listing). Instead, please use 

loUdti n.nuc,eic acid sequence. Nis not used to represent 
" yV " U C " ^MH-Biotec^S^B^-O^-I 
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DATE: 
TIME: 



07/25/2001 
14:13:59 - 



SEQUENCE LISTING 
GENERAL ™ F0 ^ TI ° N R Obe rtis , Edward M. 
.ID - PPLICANT: Blester «£• cardiac and N eural induct 
(ii) TITLE OF INVENTION: ^^Q^g . .. 

( ( S cm San Francisco 
S STATE: California 
E COUNTRY: 0.S.J- 
ZIP" 94111-4106 

(B) ".v^GENT INFORMATION: 
fviii) ATTORNEY/AGENT i SU zanne 



Does Not Comply 
Corrected DTskette Needed 



(ix) 



(A) d pr T STRAT ION NUMBER: 

(B ) REGISTR ^;, norK ET NUMBER: 3 

TELECOMMUNICATE ™ 5500 

•"ESS 



bud sEQurac" ^ 



332 
333 
334 
335 
337 
339 




* TYPE : amWacid 
\l] TOPOLOGY: linear 

$ 5SSS SSx^u'S."- - - - GW X 

st „« - r M R IU . u a. ^ t,. » - - 
r.i i.i «■ «- » cys 010 
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DATE: 07/25/2001 
TIME: 14:13:59 



345 
347 
648 
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365 
366 
368 
369 
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377 
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380 
381 
383 
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414 
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417 



Glu Pro 

Asn Thr 
50 

Asn Asn 
65 

Met Glu 
Asn Leu 
Leu Asn 



Phe Pro 
130 
Gly Thr 
145 

Asn Ser 

Asp Val 

Met Arg 

Leu Ala 
210 
Asn He 
225 

Ser Thr 

Leu Leu 

He Val 

Phe Lys 
290 
Asp Phe 
305 

Leu Gly 
Leu Asp 
Thr Val 



20 

Pro Gly 
35 

Thr Asp 

Ser Leu 

Arg He 

Ala Leu 
100 
Val Lys 
115 

Ser Glu 



Thr Val 

He Pro 

lie Gly 

70 
Asp Arg 
85 

Asp Val 
Val Glu 
He Met 



Arg He 

He Gin 

Leu Thr 
180 
Glu Leu 
195 

Met Asp 
Arg Val 
He Ala 



Asn Phe 
370 
Gly Gin 
385 

Gin Ala 



Glu Leu 
260 
Tyr Gly 
275 

He Asn 

Glu Thr 

Pro Asn 

Val Asn 
340 
Asn Ala 
355 

He Ala 
val Arg 
Tyr Glu 



Pro Leu 
150 
Asn Phe 
165 

Arg Ala 

Asp Arg 

Gly Gly 

Leu Asp 
230 
Val Asp 
245 

His Ala 



lie Ala 
40 

Ala Thr 
55 

Val Arg 

Glu Gin 

Val Ser 

Val Arg 
120 
His Val 
135 

Glu He 



25 

Val Leu 

Asn Phe 

Glu Ser 

He Cys 
90 

Phe Ser 
105 

Asp He 
Glu Val 
Ala He 



Ser Gin 

Arg Leu 
60 

Asp Gly- 
75 

Arg Gin 

Lys Gly 
t— 

Asn Asp 



Gin He 

Asp Gly 

Glu He 
200 
Val Pro 
215 

Phe Asn 
Leu Val 
Thr Asp 



Ser Asn 
170 
Val Lys 
185 

Gin Pro 
Ser Leu 
Asp Asn 



Phe Ser 

Ser Arg 

Lys Gin 
310 
Pro Leu 
325 

Asp Asn 

Gly Val 

Leu He 

Cys Thr 
390 
Asp Ser 
405 



Thr Leu 
280 
Thr Gly 
295 

Thr Tyr 
Thr Ala 
Thr Pro 



Ala Tyr 
360 
Ser Thr 
375 

Leu Tyr 
Tyr Met 



Glu Asp 
250 
Asp Asp 
265 

Ala Ser 

Ser Val 

Glu Phe 

Thr Cys 
330 
Ala He 
345 

He Pro 



Ser Glu 
140 
Asp Glu 
155 

Asn Ser 

Tyr Ala 

Thr Tyr 

Ser Gly 
220 
Ser Pro 
235 

Ala Pro 



30" 

If is Ser He Phe 
45 

Met Lys Gin Phe 

.Gin. Leu Ser He 
v ' 80 
Ser Leu His Cys 
95 

His Phe Lys Leu 

".'■^110 

His Ser Pro His 
125 . 

Ser Ser Ser Val 



Thr Asp 
Gly His 



He Val 
410 



Glu Gly 

Gin Glu 

Thr Leu 
300 
Glu Val 
315 

Lys Val 

Thr He 

Glu Thr 

Arg Ala 
380 
Glu His 
395 

Thr Thr 



Asp Val Gly Ser ' 
160. 

His Phe Ser He 
175 

Asp Leu Val Leu 
190 

He Met Glu Leu 
205 

Thr Ala Val Val 

Val Phe Glu Arg 
240 

Leu Gly Tyr Leu 
255 

Val Asn Gly Glu 
270 

Val Arg Gin Leu 
285 

Glu Gly Gin Val 



Gin Ala Gin Asp 
320 

Thr val His He 
335 

Thr Pro Leu Thr 
350 

Ala Thr Lys Glu 
365 

Ser Gly Ser Asn 

Phe Lys Leu Gin 
400 

Ser Thr Leu Asp 
415 
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DATE: 07/25/2001 

™rs" «/../.».»» i, - l3:59 

119 it , Glu „. ,U «. ~ - « «1 V. f , - * - 

423 435 Rcn Ala Pro val Phe Ser Lys Pro Gin Tyr * ^ 

425 Asp Glu Asn Asp Asn Ala Pro . Ue 

4 4 2 2 6 S Ser Leu Glu" Asn Asn Ala Pro Gly Ser Tyr He Thr 

«" , asp sir Asp Gin Asn Gly Lys Val Asn Tyr Arg Leu 

43l Ala Arg Asp Ser AP Ser 495 ^ 

• fa Val Asp Ala Lys Val Met Gly Gin Ser Leu Thr ^ ■ 

l?i 500 * val Arg Ser Leu Asp Tyr Glu 

435 , tor Glv Val Leu Arg Ala Val Arg 

437 Asp Ala Asp Ser Giy 525 

- Lys MU E «. - « - - - *» ~ % ssp 65 ln 

ill iS u. - - » - n. ^ » - - - - 

565 _ _ « lri Acn Tvr Leu val 

Jig Glv Glu val Leu Leu Pro He Ser Ala Pro Gin Asn Ty ^ 
4 49 Gly 585 Ser Gln Leu Phe 

1« rin Leu Lys Ala Glu Asp Ser Asp Glu Gly 
MS 

455 Tyr Thr He Leu Arg Asp Pro Ser Arg 620 

- ser sj M M1 «. ~ - - «■ - m ser * sp Hls r 

6 " t S« u. ».l % «» «1 Tyr ASP Leu Gly «, ™> ~ 

IS ssp «'! Hls sla w III H, « - " 9 

- S 5 Tyr S «p S S » £ Jt- S S " 31^ 

[NFORMAT 3oN FOR SEQ ID NO: 9 : 
7R o (i) SEQUENCE CHARACTERISTICS 

™ 2 , ( } ( A) LENGTH : 325 ammo adds 

78i , B) TYPE: amino acid 

lli (D) TOPOLOGY : linear 

792 1 n Ala Leu Cys Leu Eu Arg Val Pro Gly Ala Arg Ala 

7Q4 Leu Ala Leu Ala Ala Leu <~yb n 30 

2 ? Pro val Arg He ro Leu Cys Lys Ser Leu Pro Trp 
797 Ala Ala Cys Glu Pro val Arg 



E--> 
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798 

800 Asn 
801 

803 Ala 

804 65 
806 Ser 
807 

809 Thr 
810 

812 Glu 
813 

815 Ser 
816 

818 Gly 

819 145 
821 Phe 
822 

824 Arg 
825 

827 Asn 
828 

830 Lys 
831 

833 Ser 

834 225 
836 Ser 
837 

839 Met 
840 

842 Ser 
843 

84 5 Trp 
846 

848 Asn 

849 305 
851 Arg 
852 



DATE: 07/25/2001 

35 A , n H°ts Leu His His Ser 'xhr Gin A la 

M et Thr Lys Met Pro Asn 60 cys 

50 , Tle Glu Gin Phe Glu Gly Leu Leu Gly 8Q 

Ile Leu Ala He Glu 75 prQ le Cys ^ 

to,, Phe Phe Leu Cys Ala Met iy ^ 5 

pro Asp Leu -Leu Phe 9Q cpr val Cys 

85 tio tvs Pro Cys Lys ser 

„, r1n His Glu Pro He Lys 110 

Ile MP He «• ,„3 ^ Jle lyr ug „i S 

M , ». u, «. »»r cr. « . « t Mp itg 

115 Cvs cm Glu Leu Pro vax * 

rln Asn Leu Ala <-ys UJ - 14 g 
Trp Pro Glu Asn u 14 u Asp 

130 Tle ser Pro Glu Ala lie val Thr Ala asp ifi0 
val Cys He Ser Pro l5 s ^ Glu . 

Ser Asn Gly Asn cys Arg Gly -,. 
Pro Met Asp Ser Ser a 170 phe Arg 

165 . Thr Gin Lys Tnr 

„ ivq Pro He Arg Ala Thr ^ gQ 
Cys Lys Cys Lys Pro Thr 
180 , Ala Lys Val Lys Glu lie i,y 

Tvr Val He Arg Ala uy* 5 
Asn Tyr Asn Tyr v ^ / ^ Lys 

195 v-l ?hr Ala Val Val Glu Val Lys 
Cys His .ASP Val Thr A 220 ^ ^ 

210 pro Arg Asp Thr Val Asn be 24Q 

q er Leu Val Asn He Pro » * 235 Tlf> Tie 

r Pro Pro Le» ». val «• 91- Tyr 

Gly cys «. cys «. lm ^ Glu Gly 

ely Tyr «u «« «■ »« s 2 % » Ly8 ir , 

260 Ren Rra Le u Gly Lys Lys vai y 

, rlu Lys Trp Lys Asp Arg ueu 

5« „ ls Si ox, - « « s ser Mp seI 

SS «P « thr .U s« «. «■ ~ 

Gin Ala Arg Asn 
325 
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VERIFICATION SUMMARY 
l*lll<v APPLICATION: US/09/903 , 325 



DATE: 07/25/2001 
TIME: 14:14:00 



PATENT APPLICATION 

* *- UA^ APPLICATION NUMBER : ] 

L .30 «:220 c, Keyword «1»>*"- £ ^aild flZt b! W» »«= > 

m-^2 Repeated in SeqNo-5 T ™rTH • Input : 979 Found: 707 SEQ:5 

S vk e sr-s — *e ^ 
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